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Fellowship in Neonatology (2 Seats)
Deep Hospital

480, 481 Model Town, Ludhiana, Punjab
Phone No. (0161-5299999), E- mail: deephospital@gmail.com

Deep Hospital is a 200 bedded multispeciality referral Hospital, equipped with state of art 25 Bedded
Level III NICU having facilities for High Frequency and conventional ventilation. Applications are invited
from eligible candidates for training in Neonatology Fellowship Program accredited by IAP Neonatology
Chapter for the session starting in Aug, 2021.

No of Seats - 2 (Two)

Eligibility Duration

• MD/DNB (Pediatrics) 1 Year
• DCH Pass Candidates 1 ½ year

Applications should reach on or before 15 August, 2021 by e-mail/post with complete biodata and copy
of relevant certificates to address given below:

                                                              For Details Contact:

Fellowship Coordinator Managing Director
Dr Naveen Bajaj DM (Neonatology) Dr Baldeep Singh (Pediatrics)
Ph: +91-9872500540 Ph: +91-9814120329
Email: bajajneo@yahoo.com, bajajneo@gmail.com Email:  deephospital@gmail.com
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